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Epsvvnuka evéwa@epovra

MEeAETI TV HOPLAKKDV UNYXAVIOU®V EAEYXOV TING YOVISIAKIG EKPPACTIS ATTO LT KWOTKOITTOTIKA LEYAAOLOPIAKA
RNA (IncRNAs), aAM\nAemSpaoceig RNA / xpowpativng / TpoTeveyv, LETAYPAPIKT) KAl ETYEVETIKT pUOULOT) OTOV
KAPKIVO, APYITEKTOVIKT] XPWUATIVIC, YOVISIWUATIKT] KAl EMYOVISIWUATIKT ONAQCTIK®V KAl QUT®V.

Epevvnukn epmepia

Enikovpog xkaOnynuig Mopwakng Broioyiag kar F'oviSiwpatikng — Iavemotmuio Oecoaiiag,

2017 — onjuepa

Tunua Buoynueiag kat Broteyvoioyiag, EAAada.

Emnikovpog KaOnyntrig Mopilakrig Biohoyiag kat F'oviSiwpatikrg. MeAetn Tov poOAOL TwV
un  Koowkomomtikwv peyoiopoptakwv RNA oty petaypa@ikn pvbuion, oty
OPYITEKTOVIKI] YPWUATIVIIG KAl OAANAETIOPAOT) LITOKIVITOV-EVIOXVT®OV KAl OTNV
aMnAemidpaocn RNA — ypouativig KATd TV OYKOYEVEOT).

ITET Metadi8aktopag - Epsuvnuko kévipo Blowatpikwv gpevvav “AreEavipog DAspvyk”,

2012 — 2017

E\ada.

MetabdiSaktopikn Epevva oto epyaoctnpio tov Dr. ITavteAn Xatdn. MeAét tov poAov
Twv un  kodwkomomowwv popiwv RNA  (lincRNAs) otV opolidotaon Twv
BAAOTOKUTTIAPWV TOU EVIEPIKOL OWANVA KABWG KAl OTNV OYKOYEVEDT] TOU TTAXEWC
evtepov. 'Eugpaon oe tpiSiaotateg aAAnAemSpaocelg LITOKIVIITOV-EVIOYVUTOV KAl
aMNAemSpaoenv petald popimv RNA kal xppativig mov eXAyouV TNV OYKOYEVEOT).

MetadiSaktopag - ITavemmotuo Cambridge, Tunua ®vukev Emomuev, Meyain Bpetavia.

2009 — 2011

MetabiSaktopikn £pevva oto epyactnplo Tov Prof. David Baulcombe. MeA&étn tov poAov
TV UIKp®V un kodikomomoipunyv popiovv RNA (sSRNA, miRNAs) otv RNA stapeufoArn)
KAl oty emyevetikn] pvouion g yoviSiakng ekgpaong. 'Eugaon otov polwv twmv
pikpouoptak®@v RNA omv  etépwon kKal otV O1ayeveoloYIKI]  ETMYEVETIKN)
KATPOVOUTKOTNTAL.

YTovdeg

Ivotitovto I'evetikig BeAtimong Max Planck , T'eppavia — Atdaktopiko Suthepa oy evenikn

2004 — 2008

ASaktopiko SimAmpa otnv Moprakn I'evetikr) oto epyaotrpilo tov Prof. George
Coupland mavw o1  pHOPLAKN] AVAALON TNG  YEVETIKNG  (PUOIKNG
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TTAPAMAKTIKOTITAG IOV EAEYXEL TNV PWOTOTEPLOSIKT AvO1lon KAl TIg K1pKAOIKES
amokpioelg Twv eutav. ‘Eupaon oty xaptoypa@norn mo00TIKOV YVOPIOUAT®Y
(QTL mapping) kat otnv 10toeldikn] ekppaon. IMtuyio pet emaivov “1.0
Magna cum laude”.

IMavemmomuo Oecoaiiag, Tyoin I'emmovikewv Emotnuov, EAada — ITpomtuylakeg omovdeg.

1999 — 2004
[Tpontuylakeg omovdeg ot1o Tunua Putikn mapaywyng kar AypoTikov
ITep1parrovtog, ITavemotnuio Oeooaiiag. AUTAWUATIKT epyacia oe ouvepyaoia
LLE TO EPELVNTIKO VOTITOUTO “Anuokpitog”. Ituyio 8.36 “Atlav Kaiwg”.

Epsvuvnuikeg Ypnuatodotroeig

2019-0T|HEPA Emotnuovikdg vmebBuvog otnv avraywviotikr xphnpatodotnon “Fondation

Sante” (Tithog pdtaoNG : “Functional characterization of long-non coding RNAs
that interact with transcription factors in gastrointestinal cancer, UVWYog
XPNUATodomong : 25.000 €).

2018-oTjpuepa Emotuovikog vmevBuvog oty avtaywviotikn xpnuatodotmnon “EAIAEK-
Metadibaxktopeg” (Kwdikog mpotaong : “TINCeR”, 1407, 47894/12/22.03.18, tyog
xPnuatodomong : 180.000 €, Evomta “Emniotueg Zong”, BaBuoioyia 90/100).

2012-2015 Emotuovikog vrebBuvog oty avtaywviotikn Evpwmaikn Xpnuatodotnon
“Evioyvon MetadiSaktopwv” (EU-NSRF-GSRT) vyia ekmovnon  peta-

O18aktopikng ¢pevvag  (Kwdikog mpotaong : “EPRENCRCA”, LS 2_8,
16191/6.12.10, VPO YPNHATOSOTNONG : 150.000 €, GUVOAIKO JTTOCOTTO ETTUYOVI®V 7.8
% (atnoeg 2569, aplipog emTuyovImyV : 200, apldpog emruyoviov otig froloywksg
EMOTNNES : 7).

2012-2014 Emotnuovikdg ovvepyatng oto Evpmmaikd epeuvntikd mpoypappa “©@aing” oe
ovvepyaoia pe to ITavemotuio Bpakng (kwdikog mpotaong “Lentilbreed”, 672,
Dywog xpnuaro8omong : 600.000 €).

2009-2011 Emotmpovikog ovvepyatng oto Evpwomaikd epsvvnukd mpoypaupa EC
Framework Program 7 European core grant ywa petaSiSaxktopikn €pevva oto

[Mavemotuio tov Cambridge (kwducog mporaong : “Revolution”, EC project
number : 233325).

Ymotpo@ieg kot Bpafeia

2005 - 2008 Ynotpo@ia Si8aktopwev orovdmv amnd to wvonrtovto Max Planck Institute kot to
mavemotnuo g KoAwviag

2004 - 2005 Ynotpo@ia Si8aktopwmv omovdmv and to diebveég mpoypauua “Graduate College”
(Graduiertenkolleg).
1999 - 2004 Avo etioteg vrotpo@ieg aploteiag IKY kot pia etnoia vmotpogia amo 10 181wTiko

iSpuua “Agol AeAnyewpyn” yia aploteia akadnuaikov omovdmv

Anuoolevoeig
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Begolli E., Sideris N., and Giakountis A. “LncRNAs as chromatin regulators in cancer: From
molecular function to clinical potential”’ (2019) Cancers, 11(10), 1524.

Giakountis A., (2018) “CRISPRing or RISKing? Dangers arising from gene editing with
CRISPR-Cas9” Medicinal and Analytical Chemistry International journal 2,1-4.
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Giakountis A., Moulos P., Sarris M., Hatzis P., and Talianidis, I. (2016). Smyd3-associated
regulatory pathways in cancer. Seminars in Cancer Biology pii: S1044-579X(16)30041-4.
Sarris M.E., Moulos P., Haroniti A., Giakountis A., and Talianidis, I. (2016). Smyd3 Is a
Transcriptional Potentiator of Multiple Cancer-Promoting Genes and Required for Liver and
Colon Cancer Development. Cancer cell 29, 354-366.
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Weinig C, Coupland G (2015) “Natural diversity in daily rhythms of gene expression
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Molecular characterization and phylogenetic analysis of a Greek lentil isolate of Pea seed-
borne mosaic virus. Phytoparasitica 43, 615-628.
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day lengths” Plant Physiology 152(1):177-91.
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Journal of Agricultural Research 8, 986-994.
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1.  Giakountis A., Moulos P, Zarkou V., Oikonomou C., Harokopos V., Hatzigeorgiou A., Reczko M.
and Hatzis P., (2016) “A positive regulatory loop between a Wnt-regulated non-coding RNA and
ASCL2 controls intestinal stem cell fate”. EMBO Wnt signalling conference, Brno, Chech
Republic.

2.  Giakountis A., and Hatzis P. (2015) “The Wnt-regulated long non-coding RNA WINTRLINC1
interacts with TCF4 and B-catenin to control the expression of the intestinal stem-cell factor
ASCL2”. Aegean Conference, Chania, Greece.

3.  Giakountis A., and Baulcombe D. (2010) “Understanding the role of small RNAs in the
maintenance of telomeric heterochromatin during cell cycle in green algeae” Fleming
institute, Athens, Greece.

4.  Giakountis A., and Baulcombe D. (2010) “The role of small RNAs in the generation and
inheritance of heterosis in intraspecific hybrids”. University of Athens, Greece.

5. Giakountis A., (2010). “Applications of flow cytometry in plants: isolating plant stem cells”
Institute for Cancer research UK - University of Cambridge, United Kingdom.

6. Giakountis A. And Baulcombe D. (2009) “Understanding the role of small RNA in hybrids
between Arabidopsis accessions.” 5th Annual meeting of Irish Flow Cytometry society. Science
gallery Trinity College Dublin, Ireland.

7.  Giakountis A. (2008) “Climate change and plants-is vegetation part of the problem or the
solution?” 55th NIBB Conference — Frontiers in Plant Science in the 21st century” September,
Okazaki, Japan.

8.  Giakountis A., and Coupland G (2008) “Molecular-genetic analysis of natural variation in
photoperiodic flowering of Arabidopsis thaliana”. “55th NIBB Conference — Frontiers in Plant
Science in the 21st century”. Okazaki, Japan.

9.  Giakountis A., Cremer F., Reymond M. and Coupland G. (2006) “Analysis of natural genetic
variation influencing photoperiodic flowering in Arabidopsis thaliana”. 16th International
Conference on Arabidopsis Research”. University of Madison, Wisconsin. USA.

Eniffieyn kot Evéewtikn Aldaktikn epsmepia

2019-onuepa “Epappoyég Moprakng Biohoyiag — Moplakn Tevetikn”. Metammuytako Tpoypauua omovdmv
Tov TUnuatog Bloynueiag xat Bioteyvohoyiag, ITavemotuio Ocooariag (NGS Sequencing).

2019-onuepa “To&ikoloyia”. MetamTmuylako TPOYPAUUA OTovd®V TOL TUNUatog Boynuelag won
Bioteyvoroyiag, ITavemotnuio Osoocaiiag (NGS Sequencing, ToSikoyoviSiwpatikn).

2019-onuepa “Boemyeipeiv’. Alatunuatikd Metammoytako apoypauua orrovdmv tov Tunuatog Bloynueiag
kat Bioteyvoloyiag, IMavemotnuio @scoaiiag — EOvikd T6pvua Epesvvov (E@appoyeg
CRISPR).

2018-onuepa “IIponyuéveg Ilelpapatikeg kar Ymoloyotikeg Biloemotiueg”. MeTAmmutako Tpoypappa
omovdwv Tov Tunuartog Broynueiag kar Biloteyvoloyiag, IMavemotuio Oeooaiiag (NGS
Sequencing, ITponyuéveg epapuoyeg NGS-CRISPR, ITponyuéva Iepapatikd Movtéda).

2018-onuepa EmPfArennv oktm mpomtuyiakonv Statpifav, dvo petamtuyiakmv StatpiBaov ko Sto Sidaktopikwv
Sratpifwv. TvvemiPAeyn-ocvppetoyn oe dwdeka mpomTuyiakeg SaTpiPEg, U1 UETATTUYIAK
Satp1Pn kot peAog entapeAovg emtponng oe pa Sidaktopikn Statpipn).

2018-onuepa “Eioaywyn o Fovidiwpatikn kot ) BlroAoyia Zvotnuatwv”. IIpomtuxiako padnua tpitov £tovg
Tov Tunuartog Bloynueiag xat Bioteyvoloyiag, ITavemotuio Osooaiiag.

2018-onuepa “Moprakn Bloroyia”. IIpomtuyiakd pabnua Sevtépov €toug tou Tunuatog Biloynueiag ko
Biloteyvoloyiag, [Tavemotuio Oeooariag (cuvSiSaokaAia).

2015-2014  “E@appoyég g Moplakng Biodoyiag oty emdnuoioyia wwv”. TIpomtuyiako padnua
oloyiag, 'ewmoviko ITavemotuio AOnvov.



2015-2014  “ApYEQ LOPLAKIG YEVETIKNG TTOOOTIKWV YVWPIOUATOV” . Metamtuyiako puadnua Fevetikng
BeAtimong, ITavemotnuio OpAakng.
2015-2012 EmtifAsyn Tpiov IPOITUXIAK®VY KAl TPV UETATITUXIAK®V POITNTOV amto To ITavem-otuio

ABnvov.
2014-2012  JvvemPAenwv TG SUTAWUATIKNG £PYAOIAS TECOAP®V POITNTWV Ao to ITavemaotuio
ABnvov.
2011-2010 SvvemPAénov Sidaktopkng SratpiPric oTa mMAAioA ouvepyaoiag HETAED TOV YEMITOVIKOV
EPEVVITIKOV 1VOTITOUTOV Broom’s barn kat tov IMavemotuiov tov Cambridge.
2011-2010 SuvemPBAénov Suthopatikng epyaociag amo to ITavemotiuo tov Cambridge.
2010 EntifAeyn mpomtuy1akon @oitntr) asto To TAVETIOTH U0 TS XaiGeABEPYNC O0e ouvepya-oia

pe to mavemotnuio tov Cambridge.
2010 AdaokaAia tpomrtuylakev pottntav (Part IT student) ota mAaiola tov pabruatog “©vciodoyia
Opyaviouwv” oto mavemotnuio tov Cambridge.

AlOIKNTIKT] EpeEpia

2019-ofjuepa  Médog g OMEA (Ouada Eowtepikrg Afiohoynong) — Tunua Biloynueiag xat
Bioteyvoloyiag, [Tavemotnuio ®eooaiag.

2019-onuepa MEAOC OUVIOVIOTIKIG ETTPONING TOU METATTUIAKOD JPOYPALUATOS OTTOVSOV
“Egapuoyég Mopaxnig Biodoylag — Mopuwakr Tevetikn”— Tunua Boynueiag kat
Bloteyvoloylag, ITavemotnuio Oeooaiiag.

2019-onuepa MEAOC OULUVTOVIOTIKNG EMTPOING TOU METWTTUYIAKOD  JTPOYPAUUATOS  OTTOVSGOV
“To&ioloyia”— Tunua Blroynpeiag kot Bioteyvoloyiag, [Tavemotnuio @eooaiag.

Emotnuoviki avayvooipuotnta

2018-onpuepa EmMotuovikog Kpitg emoTnUOoVIK®@V SNU001EVoemY ekG0TIKOL oikov MDPI—,
EAPetia (Cancers, Computation, Cells)
2018-onuepa Emotnuovikog kpitrg emotnuovikev Snuooievoewv Oxidative Medicine and

Cellular Longevity.

2018-onuepa Emotmuovikog ovvtaktng — Medicinal and Analytical Chemistry International
Journal

2017-onpepa Emotnpovikog kpitrg kat agloroyntng — T8pupa Alexander von Humboldt,
TCepuavia

2013-onuepa Emotnuovikog kpitng - International Scholars Journals — Journal of Agricultural
research.

2014 Yvvdiopyavwtrg SieBvoug ouvedpiov XVI IS-MPMI

http://www.mpmi2014rhodes-hellas.gr/

2011-2009  Emotuovikog vmevBuvog g KeVTpikng povadag 10toloyiag tov tunuatog Putikmv
EMOTNU®V TOL mavermotnuiov Cambridge.

2011-2009  Al0pYyaAVOTNG EMOTNUOVIK®OV OEUIVAPIOV TOU TUNUATOS QUTIK®V ETOTNU®V TOU
[Tavemotnuiov Cambridge.

2010 [Tiotomompuévog exmaidevtrg Tov Evpmmaikod mpoypappatog aAANAOUXI0NG VEAS YEVEAS
SIROCCO yia tapaokevn BipAoOnkov alniovyiong. Iavemotnuo Cambridge.

2010-2009 Alopyavwtng Tov ovvedpiov “Erevnitis2010” yia epeuvnTIKI KAPIEPA OTO EEWTEPTKO.

2009 [Totomomuévog exkmaidevtng 10toloyiag (wax embedding, RNA in situs,
immunolocalizations, LCM) tov [Tavemotnuiov Cambridge.


http://www.mpmi2014rhodes-hellas.gr/

EEe101kevUEvEQ EpYyATTIPLAKEG TEYVIKEG

CRISPR CRISPR-a /dCas9 for in cis transcriptional activation, CRISPR/Cas9 nickase
editing for SNP correction

ncRNAs ChIRP and ChIRP-seq (Chromatin Immunoprecipitation by RNA purification),
RIP (RNA Immunoprecipitation), RNA Pull-down and Mass Spec analysis, 3C
(Chromosome Conformation Capture), ChIP and ChIP-seq (Chromatin
Immunoprecipitation), Xenographs, shRNA stable cell line construction,
Antisense oligonucleotides (ASOs), siRNAs.

Genomics sRNA cloning and Solexa deep sequencing library preparation, Illumina ChIP
sequencing library preparation, SNP Tilling microarrays.

Histochemistry RNA and protein in situ localization in tissue sections, whole mount immunofluo
rescence, Laser Capture Microdissection, paraffin embedding and tissue

sectioning.
Microscopy smRNA FISH (ViewRNA) , Confocal microscopy , FACS, cell cycle profiling with
and FACS flow cytometry, chemical cell cycle synchronization, Luciferase assays.

Clinomics and

bioinformatics Bash (Linux) and R scripting based applications for NGS analysis (Tophat, bowtie,
MetaseqR), Kaplan-Meier analysis, Cox Regression / HR calculation, Relative
Risk Ratio analysis and patient stratification analysis (RTCGA, survminer,
TCGAbiolinks, etc), miRNA analysis, (micro-T, miR-Path, mir-Extra), -omics
analysis software (Proteome discoverer, MaxQuant, Perseus, Galaxy,
Genepattern, Cytoscape, Genomica), statistical packages (Sigmastat v3.5,

Sigmaplot vio, SPSS v19) hierarchical clustering (Cluster v3, Treeview, Philip,
BinGO), cis-element analysis (MEME, Jaspar).

AOUTEQ YVROEIg

Ap1oTn yvaon g AyyAkng yAwooag.

Baowkr) yvwon g I'epuavikng ya\wooag.

Aploteg Yvwoelg vioAoylotwv oe mepifaiiov Windows, ovumepidauavopevng Kol KATAoKEUTNG
10t00eAidwv. IkavomonTikn eumelpia kwdika oe mepifarrov R/Linux (Ubuntu).



